Crpannua 1 3 1

ObmecTBO ¢ OrpaHNYEn oIl OTBETCTBEHHOCTHIO
Hayuno — npoussoacreennan ¢pupma “Hcecaenosareancknii neHTp”

3

Poceusn, 630559, HoBocuGupcekas 061actn, HosocnGupexnii paiion,
p-n. Kosibnoso, npomsona, kopnyc 200, oduc 426
Iouroswrii axpec: 630559, HosocuGupekas 06/1acTb, p.n. Konsnogo, a/a 247

Tenedon / paxe: (383) 336-71-32, 336-52-65, 325-30-73 — omen npoaax,
(383) 336-52-72 — Gyxranrepus, (383) 325-30-07 - UJI

Kauecrsennoe ynocrosepenne na exapersennpiii npemnapar
JAJIsI BETEDHHAPHOY 0 NpuMeHenus Berom 4
Ne 179 ot 14 deppans 2020 r.

MHH: Vetom 4.

Homep cepuu: 020220,

e

MecTo oTdopa: LTIdD,
9. Hdata otbopa: 14.02.2020.

Homep PY: 35-1-16.13-1477Nel IBH-1-4.7/02080.
Boinyck mo TY: 21.20.23.190-038-23600643.
®opma BbINycKa: NOPOLIOK B NaKeTax W3 TaMHHHPOBAHHOI Oymaru mMaccoii 5 r.

Odbem cepun, npeabsiisieMoii Ha nenbrranus: 2100 wr.,

10. JaTa moctynnenns 8 MJIBTK: 14.02.2020.
1'1. Koamueerso noetynisuinx odpasuos: 50 06pasuos o 5 r.
12. Kem orobpana npo6a: nadopant O.B. Turosa.

13. U3Bemenne ot: 14.02.2020.

TO[)I'OB()E HalIMeHOBaHHe JIEKAPCTBEHHOT 0 cpeacrsa A8 BeTepHHAPHOTO NMPHMEHEHHs Betom 4.

Ne HaumeHoraHue nokazarens Hopma no HT/T PesynbTatr ucnbitaHuii
n/n
L. Buewmnnit i, nger, sanax u Onnopoauslil, ceimyunii mopowoxk Genoro CootrsercrByer
BKYC ugeTa, 03 3anaxa, cllakoro Bkyca
2: PactsopumocTthb Pacteopum B BozIe B TeueHne 10 MHHYT. CootBeTcTBYET
HonyckaeTcs HanuuKe He1oro ocaaka.
3. pH (7,040,5) 6.8
[Moteps B Macce npu
BblCYIIHBAHUH, %0, He DoJlee 6.0 CooteTcTByeT
3. AHTaroHHCTHYECKAs AKTHBHOCTD
K TECT-KYJbTYpam (30Ha
YFHETEHHS pocTa, MM, He McHee)
Shigella sonnei - 32; 5,0 3
Salmonella typhimurium - 2606; | 5,0 5
Staphylococcus aureus - 209; 8.0 8
Candida albicans - 620 6,0 10
6. CymMapHoe KOJIHYEeCTBO Criop
Bacillus amyloliquefaciens
wramm BKITM B-10642 s 1 r He menee 1x10° 3,0%10°
npenapara, KOE/T
& [TognunnocTs JlomikHBl IPHCYTCTBOBATL DaKTepHy CootBercrByeT
Bacillus amyloliquefaciens wramm BKIIM
B-10643
8. MukpoOuonornieckas uncrora,
HaJH4He:
Enterobacteriaceae; He nonyckaercs CoorseTcTByeT
Pseudomonas aeruginosa; He nonyckaercs CootBeTcTBYET
Staphylococcus aureus; He nonyckaercs CooTtBeTcTBYET
MOCTOPOHHMX
MHKPOOPraHH3MOB, B T.4. H
rpudoB, He Goliee Thic/T 300,0 CooTBeTcTBYET

JlekaperBennplii npenapar s BetepHHapHoro npuMexenus Betom 4, cepua 020220, B noTpeGUTENbCKOIH yHaKOBKe
NAKET 5 T W3 JAMHHHPOBaHHOH Oymaru, coorsercrsyer TpeGosanuam TY 21.20.23.190-038-23609643 u moxer
ObITh BBIMYIIEH B FPask/IaHCcKHil 000POT B CONPOBOKACHIN 3aKTIOUEHHS YMOIHOMOYEHHOTO L.
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